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TECH CENTER 1600/2900 

TE 
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<110> 


APPLICANT 


: Michael E. 


Mendelsohn 
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<12()> 


TITLE 


OF 


INVENTION: METHOD FOR ASSAYING COMPOUNDS 
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CELL 


DIVISION 
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<13 


0> 


FILE 


REFERENCE: 00398/506001 
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<14 0> 


CURRENT APPLICATION NUMBER: 09/3 52,570 
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<141> 


CURRENT FILING DATE: . 


1999 


-07-. 


13 
















15 


<160> 


NUMBER OF 


SEQ 


ID ] 


NOS : 
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<170> 


SOFTWARE : 


FastSEQ 


for 


Windows 


Version 


4.0 
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<210> 


SEQ ID NO 


: 1 
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<2.U> 


LENGTH: 618 
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<212> 


TYPE: 


DNA 
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ORGAN TSM : 


Homo sapiens 
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<220> 


FEATURE : 
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<221> 
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gcc 
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ttc 
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age 


att 


tta 


96 


3 4 


Ala 
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Phe 
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He 
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35 
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etc 
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act 


act 
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ctt 
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etc 
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aaa 


tac 


19 2 


42 


Tyr 
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240 
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Val 


Val 
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288 
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He 
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7 0 Leu Val val 


Pro 


Glu 
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Trp 


Glu 
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Pro 
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Arg 
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75 


180 
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7 7 gta aat ago 


atg 


gtg 


gee 


Lac 


aaa 


a 1 1 


cc t 


gtc 


aa 


gac 


tga 






7 8 Val Asn Ser 
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Val 
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S3 <210> SEQ ID 


NO: 


2 
























84 <211> LENGTH 


: 199 
























85 <212> TYPE: 


PRT 


























8 6 <213> ORGANISM: 


Homo 


sapiens 




















8 8 <4 00> SEQUENCE : 
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8 9 Arg G.lu Gin 


G.ly 
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Leu 


Arg 
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Val 
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91 Phe Phe Ser 


Phe 
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He 
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Ser 
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Arg 




Tin 


Tyr 


9 2 


20 










2 5 










3 0 






9 3 Pro Ser Glu 


Thr 


Phe 


Thr 


Arg 


Val 


Gin 


Lys 


Tyr 


Gly 


Leu 


Thr 


Leu 


Leu 


9 4 35 










4 0 










45 








9 5 val Thr Thr 


Asp 


Leu 


Glu 


Leu 


He 


Lys 


Tyr 


Leu 


Asn 


As ri 


vai 


va i 


fin 

bill 


9 6 50 








55 










6 0 










9 7 Gin Leu Lys 


Asp 


Trp 


Leu 


Tyr 


Lys 


Cys 


Ser 


Va 1 


G In 


Lys 


Le u 


Va .1 


Va 1 


98 65 






70 










7 5 










Q A 


9 9 Val lie Ser 


As n 


lie 


Glu 


Ser 


Gly 


Glu 


Val 


Leu 


Glu 


Arg 


Trp 


Gin 


Phe 


100 




85 
























10.1 Asp lie Glu 


cys 


Asp 


Lys 


Thr 


Ala 


Lys 


Asp 


Asp 


Ser 


Ala 


Pro 


Arg 


fin 

G1L1 


:i 02 


:ioo 










10 5 










I 1 u 






103 Lys Ser Gin 


Lys 


Ala 


He 


Gin 


Asp 


Glu 


T 1 rl 

lie 


A r<] 


Ser 


Va 1 


lie 


Arg 


\J J.I) 


104 115 










120 










12 5 








105 lie Thr Ala 


Thr 


Val 


Thr 


Phe 


Leu 


Pro 


Leu 


Leu 


Glu 


Va 1 


Ser 


Cys 


Ser 


10 6 13 0 








135 










14 C 










.10 7 Phe Asp Leu 


Leu 


lie 


Tyr 


Thr 


Asp 


Lys 


Asp 


lieu 


v a .1 


Va I 


Pro 


Glu 


T \'c 
LiV b 


108 145 






150 










ID j 










'1 Ck ft 
.1 D U 


109 Trp Glu Glu 
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Gly 


Pro 


Gin 


Phe 




Thr 


Asn 


i>ti L 


Glu 


Glu 


Val 


Ar g 


.110 




165 










1 / u 










1 7 R 
X 1 O 




11.1 Leu Arg Ser 


Phe 


Thr 


Thr 


Thr 


lie 


His 


L v s 


Val 


Asn 


Ser 


Met 


Va 1 


Ala 


112 


180 










18 5 










190 






113 Tyr Lys lie 


Pro 


val 


Asn 


Asp 




















114 19 5 




























.117 <210> SEQ TD NO 


: 3 
























118 <211> LENGTH: 600 
























119 <212> TYPE: 


DMA 


























120 <213> ORGANISM: 


Ovis aries 




















122 <220> FEATURE: 


























123 <221> NAME/ KEY : 


CDS 
























124 <222> LOCATION: 


(1) 


. . . (600) 
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12 7 egg gag caa 


ggc 


ate 
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cgc 
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age 
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ate 


gtg 


gec 


gag 


12 8 Arg Glu Gin 


Gly 
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Arg 
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Glu 


He 


Val 


Ala 
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act 
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ctL 


144 
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p ro 
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Glu 
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Phe 
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Va.1 
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Tyr Gly 




Thr 


.Leu 


Leu 




13 7 






3 5 










4 0 










4 5 










13 9 


g Lei 




art 




cr t 
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ct c 


a t" a 




ta c 


eta 


a a t 


a at 


9tg 


gtg 


gaL 


192 


1-10 


Val 


Th r 


T hr 


Asp 


Pro 






I le 


Lvs 

- 


Tvr 


Leu 


As n 




Va 1 


Val 


ASp 




141 




5 0 










55 










60 












14 3 




eta 






tgg 


Ltd 


Lac 




Lg t 


tea 


g 1 1 


cag 


aaa 


c i_y 


9 tg 


qLa 


24 0 


144 


Gin 


T e u 


LiVS 


Glu 


1 X p 




Tyr 
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Ser 


Vd J, 


bill 
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Va 1 


Va I 




14 5 


65 










70 




















80 




1 4 / 


9 tC 


cl t c 




lilt 


att' 




-igt 


99 a 


9 a 9 


n fr- r- 


ctt 


gaa 


aga 


tgg 




ttt 


2 8 8 


14 8 


Va 1 


He 


Ser 


Asn 


lie 


Glu 


S<-* r 




Glu 


Va 1 


Leu 


l" 1 IT 

bill 


arg 


Trp 


(*] 11 


Phe 




149 










8 5 










90 










9 5 








9 cl t". 


ci L t 




tg L 


g ac 




;i r> t- 
aC l_ 


gca 




ya u 


gac 


agt 






ciga 




3 3 6 




Asp 


Tl A 

1 XfcJ 


x u 


Lyb 


ASp 


Lys 


Thr 


^\la 


Lvs 


Asp 


Asp 


Sex' 


Ala 
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J-9 


Glu 




153 








10 0 










.1.0 5 










110 








15 5 




Let 
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eg t 
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ate 


A^f 
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3 84 
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15 7 
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120 










125 










15 9 
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ctg 
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ttg 


gaa 




Let 
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tea 


3 32 


160 


He 


T hr 


Ala 


T h r 


va 1 


Thr 


P he 


Leu 


P d 
ro 


Leu 


Leu 


Glu 


Val 


Ser 


Cvs 


Ser 




16 3 




130 










13 5 










.1 4 Q 












'16 3 


t:tt: 


gat 


etc 


chc 


att 


1' a t' 








g a t 


ctg 


gtt 


gta 




gag 




4 8 0 


16 4 


Phe 


Asp 


Leu 


Le u 
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Thr 
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ro 
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16 5 
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cag 


ttc 
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cgt 
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Trp 


Glu 


Glu 
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